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BLASTH: 2=

CAS '9:: SciFinder"

W Saved

© History S Account

Searching for... Biosequences

PO i FRIE

o All

BLAST CDR Motif Upload Sequence Clear Search

& Substances
ATGCAGATCCCACAGGCGCCCTGLCCAGTCGTCTGLGGCGGTGCTACAACTGGGCTGGCGGCCAGGATGGTTCTTAGACTC
CCCAGACAGGCCCTGGAACCCCCCCACCTTCTCCCCAGLCCCTGCTCGTGGTGACCGAAGGGGACAACGCCACCTTCACCT
GCAGCTTCTCCAACACATCGGAGAGCTTCGTGCTAAACTGGTACCGCATGAGCCCCAGCAACCAGACGGACAAGCTGGLC
GCCTTCCCCGAGGACCGCAGCCAGCCCGGCCAGGACTGCCGCTTCCGTGTCACACAACTGCCCAACGGGCGTGACTTCCA
CATGAGCGTGGTCAGGGCCCGGCGCAATGACAGCGGCACCTACCTCTGTGGGGCCATCTCCCTGGCCCCCAAGGLCGCAGA
TCAAAGAGAGCCTGCGGGCAGAGCTCAGGGTGACAGAGAGAAGGGCAGAAGTGCCCACAGCCCACCCCAGCCCCTCACCC
AGGCCAGCCGGCCAGTTCCAAACCCTGGTGGTTGGTGTCGTGGGCGGCCTGCTGGGCAGCCTGGTGCTGCTAGTCTGGGT
CCTGGCCGTCATCTGCTCCCGGGCCGCACGAGGGACAATAGGAGCCAGGCGCACCGGLCAGCCCCTGAAGGAGGACCCCT
CAGCCGTGCCTGTGTTCTCTGTGGACTATGGGGAGCTGGATTTCCAGTGGCGAGAGAAGACCCCGGAGCCCCCLGTGLLC
TGTGTCCCTGAGCAGACGGAGTATGCCACCATTGTCTTTCCTAGCGGAATGGGCACCTCATCCCCCGCCCGCAGGGGLTC
AGCTGACGGCCCTCGGAGTGCCCAGCCACTGAGGCCTGAGGATGGACACTGCTCTTGGCCCCTC

B Reactions
B References

® Suppliers

<> Biosequences

D Retrosynthesis

Advanced Biosequence Search ~ Adjust Parameters for Short Sequences | Reset All

Recent Search History View All Search History

March 21, 2022

<> Biosequences
3:19 PM

Sequence Type: Nucleotide
Search wWithin: Nucleotides
NCBI Included: Yes

BLAST Algorithm: BLASTn
Alignment Identity: 50%
Query Coverage: 50%

ATGCAGATCCCACAGGCGCCCTGGCCAGTCGTCTGGEGECGETGCTACAACTGGGLTGGCGGLCAGGA
TGGTTCTTAGACTCCCCAGACAGGCCCTGGAACCCCCCCACCTTCTCCCCAGCCCTGCTCGTGGTG
ACCGAAGGGGACAACGCCACCTTCACCTGCAGCTTCTCCAACACATCGGAGAGCTTCGTGCTAAAC
TGETACCGCATGAGCCCCAGCAACCAGACGGACAAGCTGGCCGCCTTCCCCGAGGACCGCAGCCAG
CCCGGLCAGGACTGLCGLTTCCGTGTCACACAACTGCCCAACGGGCGTGACTTCCACATGAGCGTG
GTCAGGGCCCGGCGCAATGACAGCGGCACCTACCTCTGTGGGECCATCTCCCTGGCCCCCAAGGLG
CAGATCAAAGAGAGCCTGCGGGCAGAGCTCAGGGTGACAGAGAGANGGGCAGAAGTGCCCACAGCC
CACCCCAGCCCCTCACCCAGGLCAGCCGGLCAGT TCCAAACCCTGGRTGET TGGTGTCGTGGEECGGT
CTGCTGGGCAGCCTGGTGCTGLTAGTCTGGGETCCTGGCCGTCATCTGCTCCCGGGLCGCACGAGGG
ACAATAGGAGCCAGGCGCACCGGLCAGCCCCTGAAGGAGGACCCCTCAGLCGTGCCTGTGTTCTC...

View Results \

Edit Search

Complete

Results will expire on
Apr 21, 2022.

Enter a protein or nucleotide string, or upload a .txt or .fasta file. Learn more about Biosequence Search.

Protein-Proteins

Sequence Type: Protein'NUCIeOtideS

Nucleotide Protein

Search Within:
@® Nucleotides

Nucleotide-Nucleotides

Nucleotide-Proteins

A EIFEENCBIFHFS

Proteins

Include NCBI Sequences

Limit Total Sequence Results to:

20000 -

Q Start Biosequence Search
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BLAST Search Details & Blosequences (926) Sort: Alignment Identity ~ | ieuc Expanded =

Sequence Type: Nucleotide
Search Within: Nucleotides
BLAST Algorithm: BLASTn
MCBI Included: Yes
Alignment Identity: 50%
Query Coverage: 50%

E-Value: .10 1 Alignment Identity: 100% i Su bject Couerage

Match with Gaps?: No

Gap Costs: Existence 5
Extension 2 Query @ 864

Word Size: 11

F TR AE T TR

Alignment Identity
E-Value

Query Details ATGCAGATCCCACAGGCGCCCTGGCCAGTCGTCTGGGCGETGCTACAACTGGGCTGGLGGCCAGGATGGTTCTTAGACTCCCCA.. View More Q u E r'_':,lll CDV‘E rage

A 4

B References |i| =

Matches: 864

Mismatches: 0
Bioscape Analysis

) Subject @I 1 1,747
Visually explore sequence

similarity with a new tool.
Learn more about Bioscape.

Create Bioscape Analysis Alignment Subject References & References

View Less ~

itter b Alignment Data
'

Flierly BLAST Score: 1728

~ E-Value E-Value: 0

—
---------- ENIESUsSOERS
0 ~ to 108 - S 1104 GAGGACCCCT CAGCCGTGCC TGTGTTCTCT GTGGACTATG GGGAGCTGGA TTTCCAGTGG CGAGAGAAGA 1263 -
fpxas Vj—lﬁ W== | =+
Q 781 CCCCGGAGCC CCCCGTGCCC TGTGTCCCTG AGCAGACGGA GTATGCCACC ATTGTCTTTC CTAGCGGAAT 778 ' ‘*D *ﬁ}\ §| é[j %
@ QR @R FECEEREEEE TEEEEEEE e TEee e e e Eeee e e e e e e e e terEr e Feeerren e |||/—
O O 5 1264 CCCCGRAGCC CCCOGTGCCC TGTGTCOCTG AGCAGACGGA GTATGCCACC ATTGTCTTTC CTAGCGGAAT 1333 /XJ 7FE %{D Py
. Q 771 GGGCACCTCA TCCCCCGCCC GCAGGGGCTC AGCTGACGGC CCTCGGAGTG CCCAGCCACT GAGGCCTGAG 348
0 o 100
FECEEREEEE TEEEEEEE e TEee e e e Eeee e e e e e e e e terEr e Feeerren e
5 1334 GGGCACCTCA TCCOCCGCCT GCAGRGGCTC AGCTGACGGC CCTCGGAGTG CCCAGCCACT GAGGCCTGAG 1483

R e 0 841 GATGGACACT GCTCTTEGCC CCTC 864
O O CELLTEUED DUEEETELT T v

0 to 100

2 Alignment Identity: 100%
~  Alignment Identity % ACS
O O| o :
o tO 100 Matches: 864 American Chemical Society
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Filter by

~ E-Value

D -

[iipunualib Ty NS 2L

to

M

108 -

E-Value:

« BENUES T, BHEEREFERESRILEC D EEE SRILEXIAVEE,

- Efcn#uE, EE#.

~ Query Coverage %

M

0

~ Subject Coverage %

C—::)

0

~  Alignment Identity %

to

to

ER 1

Query Sequence

QQLLVVEEGG
0 I I O I B
QOLLVVEEIGS

Subject Sequence
100

Alignment

C—{:}

0

to

100

o RUILEERR E-ValueSEEl= BB/ IS RIILECE R,

Alignment Length 10

Query Coverage (100%) = T

Query Length

Alignment Length 10
11

Subject Coverage (91%) = Subject Length

Number of Matches _ 9
Alignment Length ~ 10

Alignment Identity (90%) =

American Chemical Society



BLASTH R

: CAS 'é:: SciFinder" Y Saved (© History 8 Account
Searching for... Biosequences
o Al Enter a protein or nucleotide string, or upload a .txt or .fasta file. Learn more about Biosequence Search.
(1]
BLAST CDR Motif Upload Sequence Clear Search
© Substances P q
. ATGCAGATCCCACAGGCGCCCTGGCCAGTCGTCTGGGCGGTGCTACAACTGGGCTGGCGGCCAGGATGGTTCTTAGACTC Sequence Type:

& Reactions CCCAGACAGGCCCTGGAACCCCCCCACCTTCTCCCCAGCCCTGCTCGTGGTGACCGAAGGGGACAACGCCACCTTCACCT Nucleotide Protein
GCAGCTTCTCCAACACATCGGAGAGCTTCGTGCTAAACTGGTACCGCATGAGCCCCAGCAACCAGACGGACAAGCTGGCC

E References GCCTTCCCCGAGGACCGCAGCCAGCCCGGCCAGGACTGCCGCTTCCGTGTCACACAACTGCCCAACGGGCGTGACTTCCA S

earc mnin:

CATGAGCGTGGTCAGGGCCCGGCGCAATGACAGCGGCACCTACCTCTGTGGGGCCATCTCCCTGGCCCCCAAGGCGCAGA

® Suppliers TCAAAGAGAGCCTGCGGGCAGAGCTCAGGGTGACAGAGAGAAGGGCAGAAGTGCCCACAGCCCACCCCAGCCCCTCACCC ® Nucleotides Proteins
AGGCCAGCCGGCCAGTTCCAAACCCTGGTGGTTGGTGTCGTGGGCGGCCTGCTGGGCAGCCTGGTGCTGCTAGTCTGGGT Include NCBI Sequences
CCTGGCCGTCATCTGCTCCCGGGCCGCACGAGGGACAATAGGAGCCAGGCGCACCGGCCAGCCCCTGAAGGAGGACCCCT
CAGCCGTGCCTGTGTTCTCTGTGGACTATGGGGAGCTGGATTTCCAGTGGCGAGAGAAGACCCCGGAGCCCCCCGTGCCC Limit Total Sequence Results to:

> Biosequences TGTGTCCCTGAGCAGACGGAGTATGCCACCATTGTCTTTCCTAGCGGAATGGGCACCTCATCCCCCGCCCGCAGGGGCTC
AGCTGACGGCCCTCGGAGTGCCCAGCCACTGAGGCCTGAGGATGGACACTGCTCTTGGCCCCTC 20000 M

D Retrosynthesis

Q Start Biosequence Search
Advanced Biosequence Search Adjust Parameters for Short Sequences | Reset All

\J
\J

\x
* %%

*
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FlF: ey
Advanced Biosequence Search - Adjust Parameters for Short Sequences | Reset All T i=hiiie
TATGTGCGTATA

Alignment Identity % @ Match with Gaps? Gap Costs @

50 Yes @No Existence 5 Extension 2 ~

— i e AIFEEIT SR A I == 1L —_— \ \
S, X EMFIIR—StER.] | TT ~ || BE®gap costs SHE &E B/,
Query Coverage % @ Word Size @ Reward for Match
Penalty for Mismatch @
50 11 v
EHE, BRFEIILN ERLEAES.| | mempremnenmike | 23 v B B
word sizefik, MERETK, | [[LACRR), $EACT17). Reward/Penaltytb{Ei#lE, HFYIHEEY
BLAST Algorithm E-Value @ Exclude Low
Complexity Regions @
BLASTN v 10 v Y TS
! EfEEN, KRS, Yes @ No
MegaBLAST & IEEHIBIES LCRANAAATAAAAAAAATAAAAAAT, £ PMAZREELIT D HUR
\ =, FYIPRELCREY DI Z EHIER
BLASTn SRl REaaR5 = a
BLASTn-short 7 F &G 5IMEEXT (AEEIT MEENFS!) 2.
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Advanced Biosequence Search a Adjust Parameters for Short Sequences | Reset All Sequence Type:
Nucleotide
Alignment Identity % @ Match with Gaps? Gap Costs @ .
Search Within:
- Yes @ No Existence 11 Extension 1 = Nucleotides @) Proteins
Query Coverage % @ Word Size @ Scoring Matrix @
S0 3 - BLOSUMGZ -
BLAST Algorithm E-Value @ Exclude Low
Complexity Regions @
BLASTp - 10 - e
Yes @ No
Z:
A
er\ézgatsional ACWDAS
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BLASTE RN RS 2HK

LAST Algorithm

T2\

R RS

90

BLAST Algorithm

BLASTp-short -

PAM30

Exclude Low

Yes @ No

Complexity Regions @

Alignment Identity % @ Match with Gaps? Gap Costs @ Alignment Identity % @ Match with Gaps? Gap Costs @
3 Yes @ No Existence 11 Extension 1 = - Yes @ No Existence 11 Extension 1 ~
Query Coverage % © Word Size @ Scoring Matrix @ Query Coverage % @ Word Size @ Scoring Matrix @
30 6 BLOSUM®G2 - 90 3 - BLOSUMG2 -
BLAST Algorithm E-Value @ Exclude Low BLAST Algorithm E-Value @ Exclude Low
Complexity Regions @ Complexity Regions @
BLASTp-fast - 10 - . yes BLASTp - 10 -
Yes @ No Yes @ No
Advanced Biosequence Search - Adjust Parameters for Short Sequences | Reset All
Alignment Identity % @ Match with Gaps? Gap Costs @
- Yes @No Existence 9 Extension 1
Query Coverage % @ Word Size @ Scoring Matrix @
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BLAST Algorithm

——

HRFY

BLAST Algorithm

BLASTp-fast -

BLAST Search Details

Sequence Type: Protein
Search Within: Proteins
BLAST Algorithm: BLASTp-fast
NCBI Included: No
Alignment Identity: -
Query Coverage: 90%
E-Value: 10

Match with Gaps?: No
Gap Costs: Existence 11
Extension 1

Word Size: 6

<> Biosequences

References

Query Details

> AYH97874.1 Sequer

BLAST Algorithm

BLASTp

vy (D)

BLAST Search Details

Sequence Type: Protein
Search Within: Proteins
BLAST Algorithm: BLASTp
NCBI Included: No
Alignment Identity: -
Query Coverage: 90%
E-Value: 10

Match with Gaps?: No
Gap Costs: Existence 11
Extension 1

Word Size: 3

<> Biosequences .,

Query Details > AYH97874.1 Sequenc

Query (1)

Alignment Identity % @

Query Coverage % @

90

BLAST Algorithm

BLASTp-short -

Match with Gaps?
Yes @ No

Word Size @

2

E-Value @

Gap Costs @

Existence 9 Extension 1

Scoring Matrix @

PAM30

Exclude Low
Complexity Regions @

Yes @ No

© 2022 American Chemical Society. All rights reserved.

BLAST Search Details

Sequence Type: Protein
Search Within: Proteins
BLAST Algorithm: BLASTp-short
NCBI Included: No
Alignment Identity: -
Query Coverage: 90%
E-Value: 10

Match with Gaps?: No
Gap Costs: Existence 9
Extension 1

Word Size: 2

&

References

Query Details

vy (D)

Biosequences

> AYH97874.1 Sequer
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5 QueryFHIKEMBE B2 LENFEY]: EEAR, Ees&5EEN% /7100 to 100

BLAST Search Details @ B | Oseq uences m View: Expanded =
Sequence Type: Nucleotide
Search Within: Nucleotides B References |i| ]

BLAST Algorithm: BLASTn

NCBI Included: Yes

Alignment Identity: 50% Query Details ATGCAGATCCCACAGGCOCCCTEOCCAGTCATCTGOGCGETOCTACAACTEGEGCTGGECGECCAGGATGETTCTTAGACTCCCCA.. WView More
Query Coverage: 50%

E-Value: 10 1
Match with Gaps?: No

Gap Costs: Existence 5
Extension 2 Query @

Word Size: 11

Alignment Identity: 100%

Matches: 864

Mismatches: 0
Bioscape Analysis

Subject CI ] 864
Visually explore sequence

similarity with a new tool.
Learn more about Bioscape.

View Less ~

Create Bioscape Analysis Alignment Subject References B References

Alignment Data

T BLAST Score: 1728
~ E-Value E-Value: 0
0 -] to [108 - Q 1 ATGCAGATCC CACAGGCGCC CTGECCAGTC GTCTGGGCGE TGCTACAACT GGGCTGGCGE CCAGGATGGT 78 -
FECCEEETE PECEEEE e FEEER e R e e e e Ce e e e P e e Teeerre e
s 1 ATGCAGATCC CACAGGCGCC CTGECCAGTC GTCTGGEGCGG TGCTACAACT GGGCTGGCGG CCAGGATGAT 7@
~ Query Coverage %
O Q 71 TCTTAGACTC CCCAGACAGGE CCCTGGEAACC CCCCCACCTT CTCCOCAGCC CTGCTCGTGG TGACCGAAGS 148
FECPEEEEEE PEEEEEE e T e Cer e e e e Eer e e e e e Cer e eee e Peeee e
100 to 100 s 71 TCTTAGACTC CCCAGACAGG CCCTGEAACC CCCCCACCTT CTCCCCAGCC CTGCTCGTGG TGACCGAAGG 140
Q 141 GGACAACGCC ACCTTCACCT GCAGCTTCTC CAACACATCG GAGAGCTTCG TGECTAMACTG GTACCGCATG 218

~ subject Coverage % FEPEEEREE PEEEEEE e T e Per e e e e EEre e e e Cere e eee e teeee e

5 141 GEACAACGCC ACCTTCACCT GQCAGCTTCTC CAACACATCG GAGAGCTTCG TGCTAAACTG GTACCGCATG 21@

100 to 100

~  Alignment Identity %

100 to 100 AC S
American Chemical Society
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XYSubjectEH|KELER, BER2ILEREY: KQuery Coverage F Alignment Identityi& 9100 to 100

<> Biosequences

BLAST Search Details Sort: Alignment Identity ~ View: Expanded -
Sequence Type: Nucleotide
Search Within: Nucleotides
BLAST Algorithm: BLASTn
NCBI Included: Yes
Alignment Identity: 50%
Query Coverage: 50%
E-Value: 10 1
Match with Gaps?: No

Gap Costs: Existence 5

Extension 2

Word Size: 11

@ References S =

Query Details ATGCAGATCCCACAGGCGCCCTGECCAGTCGTCTGGGCGGTGCTACAACTGGECTGGCGGCCAGGATGGTTCTTAGACTCCCCA.., View More

Alignment Identity: 100%

awr ©)

Matches: 864

Mismatches: 0
Bioscape Analysis

Subject CI

visually explore sequence
similarity with a new tocl.

Learn more about Bioscape. ViewLess ~
Create Bioscape Anal Alignment Subject References & Referances
Filter ¢ Alignment Data
ar b
rer by BLAST Score: 1728
~ E-Value E-Value: 0
0 - o 10f - Q 1 ATGCAGATCC CACAGGCGCC CTGGCCAGTC GTCTGGGCGG TGCTACAACT GGGCTGGCGG CCAGGATGGT 78 -
FELPEREEEE PERREEE e e PEERR e e e Eeree e e e EEreeee e e CEEr e eee e TeEreree
5 564 ATGCAGATCC CACAGGCGCC CTGGCCAGTC GTCTGGGCGGE TGCTACAACT GGGCTGGCGG CCAGGATGGT 633
~ Query Coverage %
O Q 71 TCTTAGACTC CCCAGACAGG CCCTGGAACC CCCCCACCTT CTCCCCAGCC CTGCTCGTGG TGACCGAAGG 148
FELPEREEEE PERREEE e e PEERR e e e Eeree e e e EEreeee e e CEEr e eee e TeEreree
100 to 100 5 634 TCTTAGACTC CCCAGACAGGE CCCTGGAACC CCCCCACCTT CTCCCCAGCC CTGCTCGTGGE TGACCGAARGG 7@
Q 141 GGACAACGCC ACCTTCACCT GCAGCTTCTC CAACACATCG GAGAGCTTCG TGCTAAACTG GTACCGCATG 21@
P — FCCECCCCE D FEEEEEEEE TOECE T T T
C O 5 784 GGACAACGCC ACCTTCACCT GCAGCTTCTC CAACACATCG GAGAGCTTCG TGCTAARACTG GTACCGCATG 773 -

o] to 100

8]

Alignment Identity: 100%
-~ Alignment Identity %

O| o=

100 to 100 Matches: 864

~ Organisms

Subject CI

Mismatches: 0
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BLAST Search Details

Sequence Type: Nucleotide
Search Within: Nucleotides
BLAST Algorithm: BLASTR

NCBI Included: Yes
Alignment Identity: 50%
Query Coverage: 50%
E-Value: 10

Match with Gaps?: No
Gap Costs: Existence 5
Extension 2

Word Size: 11

Bioscape Analysis

Visually explore sequence

similarity with a new toel.

Learn more about Bioscape.

Create Bioscape Analysis

Filter by

~ E-Value

0 - to 10°

~ Query Coverage %

as to 100

OO

~ Subject Coverage %

O

0 to 100

O

~ Alignment Identity %

90 to 99

O

~ Organisms

© 2022 American Chemical Society. All rights reserved.

<> Biosequences .,

B References

Query Details

ey ()

Subject CI

View Less ~

ATGCAGATCCCACAGECGCCCTOGOCCAGTCGTCTGRECGGTGCTACAACTGGGCTGGCGECCAGGATGETTCTTAGACTCCCCA..,

o i IR IS PR e 5145

sort; Alignment Identity -

S

View: Expanded -

Alignment Identity: 98.84%

Alignment

Subject

Alignment Data
BLAST Score: 1678
E-Value: 0

Q

M

1

158

71

22@

141

298

Query @

Subject CI

ATGCAGATCC CACAGGCGCC CTGGCCAGTC
FECPEEEEEE PEEEEEEE e TEEErree
ATGCAGATCC CACAGGCGCC CTGGCCAGTC
TCTTAGACTC CCCAGACAGG CCCTGGAACC

TCTTAGATTC CCCGGACAGE CCCTGRAACC

GEACAACGCT ACCTTCACCT GCAGCTTCTC

GEACAACGCT ACCTTCACCT GCAGCTTCTC

GTCTGEGCGG

NRRRRANRR
GTCTGEGCGG
CCCCCACCTT

CCCCCACCTT

CAACACATCG

CAACACATCG

TGCTACAACT
FEEEETTTT

TGCTACAACT
CTCCCCAGCE

CTCCCCAGCC

GAGAGCTTCG

GAGAGCTTCG

12,187 )

GGGCTGECGE CCAGGATGGT
FECEEEEETE TEEEEErET
GGGCTGECGE CCAGGATGGT
CTGCTCGTGE TGACCGAAGE

CTGCTCGTGGE TGACCGAAGG

TGCTARACTG GTACCGCATG

TGCTARACTG GTACCGCATG

Alignment Identity: 98.84%

[ 2,103 )

78

215

14a

282

21@

359

ACS
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BLAST Search Details

yp0l

Sequence Type: Mucleotide
Search Within: Nucleotides
BLAST Algorithm: BLASTN
NCEBI Included: Yes
Alignment Identity: 50%
Query Coverage: 50%
E-Value: 10

Match with Gaps?: No

Gap Costs: Existence 5
Extension 2

Word Size: 11

Bioscape Analysis

Visually explore sequence
similarity with a new teol.
Learn more about Bioscape.

Create Bioscape Analysis

Filter by

~ E-Value

] - to 108 -

QueryFFIxFSubjectfs
S LN, BRRARRTC

~ Query Coverage %

OO
NFEY], THRELETNE b o 100
}%’_EH%; ~ Subject Coverage %
O
ttﬁu : 0 to 25
BTHREMRNNES
Bﬁéﬁﬂﬁ%}_—?ajif}ﬁ El/\jE.l ﬁj] C; Alignment Identity % .

FF5

© 2022 American Chemical Society. All rights reserved.

<> Biosequences

§ References

Query Details

Query @

IR R PR FIE R

Sort: Alignment Identity -

ATGCAGATCCCACAGGCGCCCTGOCCAGTCGTCTGEGCGATGCTACAACTGOGCTGGCGGCCAGEATGGTTCTTAGACTCCCCA..

Subject CI

View Less «
—

Alignment

Subject

Aliznment Data
BLAST Score: 1418

E-Value: 0

Q 71
5 3339
Q 141
5 3469
Q 211
5 3479

5]

query ()

TCTTAGACTC CCCAGACAGE CCCTGGAACC
PR TR T PE PR FEEEEEEET
TCTCAGAATC CCCGBACAGE CCCTEGAACE
GGACAACGCC ACCTTCACCT GCAGCTTCTC

FECEEEEEE PERRRREREr TPERErrEr
AGACAACGCC ACCTTCACCT GCAGCTTCTC

AGCCCCAGCA ACCAGACGEA CAAGCTGEGLC

AGCCCCAGCA ACCAGACGGA CAAGCTGGCT

CCCCCACCTT

CCCCCACCTT
CAACACATCG

LT
CAACGCCTCG

GCCTTCCCCG

GCCTTCCCCG

CTCCCCAGCC

CTCCCCAGCC

GAGAGCTTCG

RRNRRRRY
GAGAGCTTCG

AGGACCGCAG

AGGACCGCAG

CCAGCCCGGC

CCAGCCCTGC

CTGCTCGTGGE TGACCGAAGG

CTGCTCCTGE TGACCGAAGG

TGCTARACTG GTACCGCATG

TECTGAACTG GTACCGCATG

View: Expanded -

K2

View More

Alignment Identity: 95.72%

Matches: 760
Mismatches: 34

140 -
ARRRRRRY

3408

210

FEEETTTTT

3478

CAGGACTGCC

CAGGACTGCC

288

3548

Alignment Identity: 95.72%

Matches: 760
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Filter by

~ E-Value
0 ~ to 10°

~ Query Coverage %

O

0 to 100

~ Subject Coverage %

O

0 to 100

~ Alignment Identity %

O

0 to 99

~ Organisms

Homo sapiens (9)
Chlorocebus sabaeus (6)
Pan paniscus (6)
Rousettus aegyptiacus (6)

Bos taurus (5)

View All

Apply

Organisms

By Count Alphanumeric

1 Selected

N

Homo sapiens (9)
Chlorocebus sabaeus (6)
Pan paniscus (6)
Rousettus aegyptiacus (6)
Bos taurus (5)

Equus przewalskii (5)
Macaca nemestrina (5)
Phyllostomus discolor (5)
Rattus norvegicus (5)
Canis lupus dingo (4)
Cercocebus atys (4)
Equus asinus (4)

Equus caballus (4)
Monodon monoceros (4)
Canis lupus familiaris (3)
Macaca mulatta (3)

Sus scrofa (3)

Cancel

© 2022 American Chemical Society. AT TIYTIS TESETVEU.
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synthetic construct (3)
Ursus maritimus (3)
Ailuropoda melancleuca (2)

Balaenoptera acutorostrata
scammaoni (2)

Bubalus bubalis (2)
Callithrix jacchus (2)
Camelus ferus (2)
Cricetulus griseus (2)
Felis catus (2)
Globicephala melas (2)
Halichoerus grypus (2)
Hipposideros armiger (2)
Lagenorhynchus obliguidens (2)
Lontra canadensis (2)
Macaca fascicularis (2)

Microcebus murinus (2)

Molossus molossus (2)
Mustela erminea (2)
Mustela putorius furo (2)
Orcinus orca (2)

Pan troglodytes (2)

Papio anubis (2)

Phocoena sinus (2)
Piliocolobus tephrosceles (2)
Pteropus vampyrus (2)
Rhinolophus ferrumequinum (2)
Rhinopithecus hieti (2)
Rhinopithecus roxellana (2)
Suricata suricatta (2)
Trachypithecus francoisi (2)
Tursiops truncatus (2)

Ursus arctos horribilis (2)

Vicugna pacos (2)

Organisms 12 &M% H 7

By Count Alphanumeric

1 Selected

Ailuropoda melanoleuca (2)

Balaenoptera acutorostrata
scammoni (2)

Bos taurus (5)
Bubalus bubalis (2)

Callithrix jacchus (2)
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Alignment Identity: 100%

Query @

264

Matches: 864

Mismatches: 0
,4'
Subject @I [ 867 )
e
View Less ~
I I
Alignment Subject References 8 References

Alignment Data
BLAST Score: 1728

E-Value: 0

Q

71

71

141

141

F Y EEXT1FIE

ATGCAGATCC CACAGGCGCC CTGGCCAGTC
FEECREEEEE TEREEEErE TEEEEErere

ATGCAGATCC CACAGGCGCC CTGGCCAGTC

TCTTAGACTC CCCAGACAGE CCCTGGAACC

TCTTAGACTC CCCAGACAGE CCCTGGAACC

GEACAACGCC ACCTTCACCT GCAGCTTCTC

GEACAACGCC ACCTTCACCT GCAGCTTCTC

GTCTGGEGCGE TGCTACAACT GGGCTGGCGE CCAGGATGGT
CECEEETEEE TEEPEEEr e PR eer e Teererrrrn

GTCTGGGCGE TGCTACAACT GGGCTGGCGE CCAGGATGGT

CCCCCACCTT CTCCCCAGLC CTQCTCGTGE TGACCGAAGH

CCCCCACCTT CTCCCCAGCC CTGCTCGTGE TGACCGAAGSH

CAACACATCG GAGAGCTTCG TGCTAAACTG GTACCGCATG

CAACACATCG GAGAGCTTCG TGCTAAACTG GTACCGCATG
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78

148

148

21a

21a

Alignment References

CAS Registry Mumbers: 2306097-89-0, 503752-44-1
NCEI Identifier: AY238517 &', Kj865859.1 &

Length: 867 nt
Organisms: Homo sapiens

Seguence

1
81
161
241
321
481
451
561
541
721

ATGCAGATCC
CCCAGACAGG
GCAGCTTCTC
GCCTTCCCCG
CATGAGCGTG
TCAAAGAGAG
AGGCCAGCCG
CCTEGCCETC
CAGCCATGECC
TGTGTCCCTG

CACAGGCGCC
CCCTGEAACT
CAACACATCG
AGGACCGCAG
GTCAGGGCCC
CCTGECGGECA
GCCAGTTCCA
ATCTGCTCCC
TETGTTCTCT
AGCAGACGGA

CTGGCCAGTC
CCCCCACCTT
GAGAGCTTCG
CCAGCCCGaC
GGECGCAATGA
GAGCTCAGGG
AACCCTGGTG
GGGCCOCACG
GTGGACTATG
GTATGCCACC

Alignment Subject

EAPD- GNP K ShAIB FaT SR EES N
Assignee: ERA-FERERAT
CN107206088 A | Seq ID No: 1

HirzIER

GTCTGEGCGE
CTCCCCAGCC
TGCTAAACTG
CAGGACTGCC
CAGCGGECACC
TGACAGAGAG
GTTGGTGTCG
AGGGACAATA
GGEGAGCTEGA
ATTGTCTTTC

TGCTACAACT GGECTEGECGE CCAGEATGAET
CTGCTCGTGEE TGACCGAAGE GGACAACGCC
GTACCGCATG AGCCCCAGCA ACCAGACGGA
GCTTCCGTGET CACACAACTG CCCAACGGGC
TACCTCTGTG GGECCATCTC CCTGECCCCC
AAGGGCAGAA GTGCCCACAG CCCACCCCAG
TGEECEGECCT GCTGGECAGE CTGGTGCTGC
GEAGCCAGGC GCACCGGCCA GCCCCTGAAG
TTTCCAGTGE CGAGAGAAGA CCCCEGAGCC
CTAGCGGAAT GGECACCTCA TCCCCCGTCC

AR FIAR R SR

B References

TCTTAGACTC -
ACCTTCACCT
CAAGCTGGCC
GTGACTTCCA
AAGGCGCAGA
CCCCTCACCC
TAGTCTGGET
GAGGACCCCT
CCCCaTaCCC
GCAGGGGECTC hd

B References

Compositions and Methods for Identification, Assessment, Prevention, and Treatment of Cancer Using PD-L1 Isoforms

Assignee: DANA-FARBER CANCER INSTITUTE, INC.
U520160122829 A1

Seq ID No: 1

Novel pd1 isoforms, and uses thereof for potentiating immune responses
Assignee: VERSITECH LIMITED

U520140302070 A1

Seq ID MNo: 24
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Filter Behaviar E References (857) Sort: Publication Date: Newest -  View: Partial Abstract «

Filter by Exclude
{ Substances + B Reactions &6 Citing ~ Ii. B A save

~ Document Type

SR GSEBLE R, [ e

ng%‘JX@ﬁ Patent (24) Genomic and transcriptomic correlates of immunotherapy response within the tumor

Review (55) microenvironment of leptomeningeal metastases
By: Prakadan, Sanjay M.; Alvarez-Breckenridge, Christopher A.; Markson, Samuel C.; Kim, Albert E.; Klein, Robert H.; Nayyar, Naema;
Navia, Andrew W.; Kuter, Benjamin M.; Kolb, Kellie E.; Bihun, Ivanna; et al

Clinical Trial (36)

Editorial (1) Mature Communications (2021), 12(1), 5955 | Language: English, Database: CAplus and MEDLINE

Letter (&) Leptomeningeal disease (LMD) is a devastating complication of solid tumor malignancies, with dire prognosis and no effective

Preprint (1) systemic treatment options. Over the past decade, the incidence of LMD has steadily increased due to therapeutics that have
extended the survival of cancer patients, highlighting the need for new interventions. To examine the efficacy of immune checkpoint

Report (2) inhibitors (ICl) in patients with LMD, we completed two phase Il clin. trials. Here, we investigate the cellular and mol. features

mAarminming Alcanrad matient Fraiartariec in thaca triale b ammhine cinala 2l DA =

View Fewer
View More ~

~ Language
Full Text « © Substances (3) @ Citation Map
~ Publication Year
2
|'II'||'II || Programmed cell death protein-1 (PD-1) protects liver damage by suppressing IFN-y expression
- e —— L1 L] . . . .
1992 2021 in T cells in infants and neonatal mice

By: Guo, Xuangjie; Xu, Yiping: Luo, Wei; Fang, Rongli; Cai, Li; Wang, Ping; Zhang, Yuxia; Wen, Zhe; Xu, Yanhui

! i Nof - .
No Min _|to| No Max BMC Pediatrics (2021), 21(1), 317 | Language: English, Database: CAplus and MEDLINE

View Larger Biliary atresia (BA) is a severe cholangiopathy possibly resulting from virus-induced and immune-mediated injury of the biliary
system. IFN-y, secreted from CD4+ Th1 cells and CD8+ cytotoxic T cells, is a major mediator of liver pathol. Programmed death
protein-1 (PD-1) signaling suppresses T cell function. However, how PD-1 modify T cell function in BA remains incompletely
understood. Frequencies of PD-1 expressing CD4+ and CD8+ T cells were analyzed in the liver and blood from BA and control
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Alignment

References

Subject References

CAS Registry Numbers: 2306097-89-0, 503752-44-1
NCBI Identifier: K)865859.1 &', AY238517.1 &
Length: 867 nt

Sequence

NCBI, RENFEFIEXER

1 ATGCAGATCC CACAGGCGCC CTGGCCAGTC GTCTGGGCGG TGCTACAACT GGGCTGGCGG CCAGGATGGT TCTTAGACTC
81 CCCAGACAGG CCCTGGAACC CCCCCACCTT CTCCCCAGCC CTGCTCGTGG TGACCGAAGG GGACAACGCC ACCTTCACCT

C O @ ncbinlm.nih.gov/nuccore/K)865859.1

GenBank « Send

Homo sapiens cell-line A375 programmed cell death 1 protein (PDCD1) mRNA,
complete cds
GenBank: KJ865859.1

FASTA  Graphics PopSet
Go to: (v
LOCUsS KJ865859 867 bp mRNA linear PRI 22-SEP-2015
DEFINITION Homo sapiens cell-line A375 programmed cell death 1 protein (PDCD1)
mRNA, complete cds.
ACCESSION KJ865859
VERSION KJ865859.1
KEYWORDS
SOURCE Homo sapiens (human)
ORGANISM Homo sapiens

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhini;
Catarrhini; Hominidae; Homo.

REFERENCE 1 (bases 1 to 867)

AUTHORS Kleffel,S., Posch,C., Barthel,S.R., Mueller,H., Schlapbach,C.,
Guenova,E., Elco,C.P., Lee,N., Juneja,V.R., Zhan,Q., Lian,C.G.,
Thomi,R., Hoetzenecker,W., Cozzio,A., Dummer,R., Mihm,M.C. Ir.,
Flaherty,K.T., Frank,M.H., Murphy,G.F., Sharpe,A.H., Kupper,T.S.
and Schatton,T.

Melanoma Cell-Intrinsic PD-1 Receptor Functions Promote Tumor
Growth
cell 162 (), 1242-1256 (2015)

TITLE

JOURNAL

—
cC O @ ncbi.nlm.nih.gov/nuccore/AY238517.1

GenBank «

Homo sapiens programmed cell death 1 (PDCD1) mRNA, complete cds

GenBank: AY238517.1
FASTA  Graphics

Go to: (v
Locus AY238517 867 bp MmRNA linear PRI 19-MAR-2@@3
DEFINITION Homo sapiens programmed cell death 1 (PDCD1) mRNA, complete cds.
ACCESSION AY238517
VERSION AY238517.1
KEYWORDS
SOURCE Homo sapiens (human)
ORGANISM Homo sapiens

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhini;
Catarrhini; Hominidae; Homo.

REFERENCE 1 (bases 1 to 867)

AUTHORS He,X., Xu,L., Liu,Y. and Zeng,Y.
TITLE Cloning of PD-1 cDNA from activated peripheral leukocytes
JOURNAL  Unpublished

REFERENCE 2 (bases 1 to 867)
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> Biosequences e Sort: Alignment Identity ~ View: Expanded = Download Biosequence Results X
B References lil —
File Type Select Quantity
Query Details ATGCAGATCCCACAGGCGCCCTOOCCAGTCGTCTGOOCGATGCTACAACTGGGCTGGCGGCCAGGATGGTTCTTAGACTCCCCA.., View More ' Exce X SK:I ' '&'” HESUltS

Range fex. 2 to 20)
1 Alignment Identity: 100%

to
R —
quey (1) (04)
Matches: 864
Mismatches: 0
. T —
Subject (U [ 867 )
Alignment Image nAlign.ment Text -Seq'u.ence Length- CAS Registry Number [y
Query 1 864 Q: 1 ATGCAGATCCCACAGGCGCCCTGGCCAGTCGTCTGGGCGGTGCTACAACT 50 '567 2306097-89-0,
frerreerrrerrrrerrrerrrrrrrrrrrrtrrrrrrrrrrrrrrrrnd 503752-44-1
5: 1l ATGCAGATCCCACAGGCGCCCTGGCCAGTCGTCTGGGCGETGCTACAACT 50
Subject 1 867 Q: 51 GGGCTGGCGGCCAGGATGGTTCTTAGACTCCCCAGACAGGCCCTGGAACC 100
frerreerrrerrrrerrrerrrrrrrrrrrrtrrrrrrrrrrrrrrrrnd
5: 51 GEGCTGGECEGECCAGGATGGTTCTTAGACTCCCCAGACAGGCCCTGGEAACT 100
Accession Number |l PubMed ID JINCBI Identifier JlNumber of Patents [llPatent No. | sSequence IDE-Value JlBLAST Score JMatches [lMismatches [21ignment Identity [
2011:368996 21237493 AY238517 113 US20170296676 3 5.0 "728.0 "854 "o "00.0
2011:609092 21346771 Us86042 19
2013:320307 23291409 Us20160158360 1
2017:339010 28238417 Us20160340407 1
2020:78256 31838881 EP3004877 1
2008:643337 18440040 W02017079703 47
2015:548093 25707450 W02017059168 19
2008:55676 17942371 CN105431449
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BLAST Search Details i CASZ: sirmeer

Sequence T}!DE‘ Nucleotide l_' Multiple CAS RNs Associated with this b 4
o . @ < * Sequence

Search Within: Nucleotides Sequence Similarity

BLAST Algorithm: BLASTn R Qe |;Q 37( SEENAE =& F)

NCBI Included: Yes « . -

Alignment Identity: 50% ez

Query Coverage: 50% A

E-Value: 10 —————

Match with Gaps?: No

Gap Costs: Existence 5
Extension 2
Word Size: 11

gESTgcgSgssagET
accgactecggece

aagcasgccgocet

Bioscape Analysis

grtgogagetgageag

Visually explore sequence ———————————
similarity with a new toal.

Learn more about Bioscape.

gaaatgggcgggaagocotagaagas
caagatgges

Sogg=aaggs
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Create Bioscape Analysis “r.
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No Min
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Filter Behavior

Filter by Exclude

Document Type
Patent (121)
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Publication Year

2022
to No Max

View Larger
Available at My Institution
Author
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Publication Name
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CA Section
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1

Human CD33-binding domain-containing chimeric antigen receptor or CAR-expressing T cells

for cancer therapy

By: Brogdon, Jennifer; Ebersbach, Hilmar; Gill, Saar; Glass, David; Huber, Thomas; Jascur, Julia; Kenderian, Saad; Mannick, Joan;
Milone, Michael C.; Murphy, Leon; et al

World Intellectual Property Organization, WO2016014576 A1 2016-01-28 | Language: English, Database: CAplus

The disclosure provides compositions and methods for treating diseases associated with expression of CD33. The disclosure also
relates to chimeric antigen receptor (CAR) specific to CD33, vectors encoding the same, and recombinant T cells comprising the
CD33 CAR. The disclosure also includes methods of administering a genetically modified T cell expressing a CAR that comprises a
CD33 binding domain.

PatentPak ~ Full Text = © Substances (162) &6 Citing (5) (@ Citation Map

B-cell inhibitors for combination therapy with CD19 chimeric antigen receptor-expressing T-

cells

By: Bitter, Hans; Bordeaux, Jennifer Mary; Brannetti, Barbara; Brogdon, Jennifer; Dakappagari, Naveen Kumar; Gill, Saar; Highfill,
Steven; Huang, Lu; June, Carl H.; Kim, Ju Young; et al

World Intellectual Property Organization, WO2016164731 A2 2016-10-13 | Language: English, Database: CAplus

The authors disclose a method for treating diseases associated with expression of CD19. The method comprises the administration
of a recombinant T-cell expressing a chimeric antigen receptor (CAR) targeting CD19 in combination with one or more B-cell
inhibitors. In one example, chronic lymphocytic leukemia (CLL) patients that received CD19 CAR T-cell therapy were examined for the
expression of immune checkpoint inhibitor mols. The results indicated that non-responding patients exhibited increased expression
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Concept @

Top Count Alphanumeric Search
0 Selected
Homo sapiens (88) Protein motifs (35) B cell-activating factor
receptors (27)
Human (88) Leukemia (34)
Cancer immunatherapy (27)

Chimeric antigen receptors T cell receptors (34)
(77) CAR T-cell immunotherapy

Tumor necrosis factor 27)
Protein sequences (68) receptor superfamily protein

TNFRSF17 (34) CD226 antigens (27)
CD1% antigens (67)

CD160 antigens (33) CD4-positive T cell (27)
Antitumor agents (56)

CD80 antigens (33) CD7 antigens (27)
Neoplasm (52)

CD86 antigens (33) CD9 antigens (27)
CD28 antigens (50)

Mesothelins (33) Chronic myeloid leukemia (27)
Natural killer cell (50)

CD20 antigens (32) FcyRI receptors (27)
T cell (48)

Hodgkin disease (32) Interleukin 3 receptors (27)
Hematopoietic neoplasm (47)

Intercellular adhesion Killer cell lectin-like receptor
Sialic acid-binding Ig-like lectin molecule 1(32) KLRK1 (27)
2(47)

Mantle cell lymphoma (32) Pancreatic neoplasm (27)
CD27 antigens (46)

Proteins (32) Waldenstrom - o®e
B o 25
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Motifte 2=

Searching for...
&o All
{& Substances
B Reactions

B References

= Suppliers

4> Bioseguences

9 Retrosynthesis

MotifFF B ] 2

P KES D R ERINEER)
ENRERPIEE2-60X
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Biosequences

Enter a protein or nucleotide string. Learn more about Biosequence Search.

BLAST CDR Motif Clear Search

[SG]X{4}GK[DT]

XREAKEERER, JLUEENEEAR. TEIIEEAR

Advanced Biosequence Search -~ Reset All
Query Coverage % @ E-Value @
90 10 - Combine Motif Results

RAEEUSEEE =i
7 S ﬁ%‘%%%, T BT ENVRER ] U HtE R AR P ESE—1
K. HPFERAAESH, {2,60RTEAES AIOEZHE Z:

Sequence Type:

Include NCBI Sequences

Limit Total Sequence Results to:

1000 -

Q Start Biosequence Search
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Recent Search History
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< Biosequences
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10of4

2of4

3of4d

4of4

Sequence Type: Protein
MCEBl Included: No
Query Coverage: 90%
E-value: 10

Results will expire on
Apr 15, 2022,

SKEXKGKD

SKXXHGKT

GXXXKGKD

GHHXHGKT

[5G]X{4}GK[DT]
4 Biosequences Submitted
Hide Individual Sequences ~

Complete
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Motif Search Details @ B|Osequences (1,000)
Sequence Type: Protein
NCBI Included: No
Query Coverage: 90%
E-Value: 10

B References

Query Details  View More
Bioscape Analysis » Seq 2: 1 SXMXXGKT 8

Visually explore sequence
similarity with a new tool.
Learn more about Bioscape.

Create Bioscape Analysis Query @

Sort: Alignment Identity = View: Expanded «

. -

Query Details View More

Alignment Identity: 87.5% > Seqg 2: 1 SXKXXXGKT 8

> S5eg 1: 1 SXXXXGKD 8

> Seq 2: 1 SKXXXGKT B

Matches: 7
Filter by Mismatches: 1 » S5eg 3: 1 GXXXXGKD B8
~ E-Value Subject |i;| { 3556) > S'Eq 4: 1 GEXERGET B
0 ~ to 108 - _
View Less ~
~ Query Coverage %
Alignment Subject References @ References

O O

0 to 100 Alignment Data

BLAST Score: 77
E-Value: 0.000257318
~ Subject Coverage %
C O Q 1 SXXXXGKT &
#1111

5 1853 XXXXXGKT 1968

0 tc 100

~ Alignment Identity %
O ORNE

0 o 100

Query @ -
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Advanced Biosequence Search ~
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Motif Search Details & B|Osequences (1,000)
Sequence Type: Protein
MNCBI Included: No
Query Coverage: 90%
E-Value: 10

B References

Query Details  [SG]X{4}GK[DT] View Less

Bioscape Analysis
[SGIX{4}GK[DT]
Visually explore sequence
similarity with a new tool.
Learn more about Bioscape.

Create Bioscape Analysis
Query @

Sort: Alignment Identity ~ View: Expanded v

Iil ~—
BER T IBINRNZFFIINRERNERE

Matches: 8
Mismatches: 0

1 40

Filter by

~ E-Value

0 ) P . Subject G I

~ Query Coverage % Viewkess -

C O Alignment Subject References

0 to 100 .
Alignment Data

BLAST Score: 78
~ Subject Coverage % E-Value: 0.0000957867

O O Q 1 GXXXXGKT 3
LTI

0 to 100

s 1 GXXXXGKT 8
- Alignment Identity %
O Ol
0 to 100
P
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6 Alignment Identity: 87.5%

Query @

Matches: 7
Mismatches: 1

Subject {1 I 1118 )

View Less w
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Alignment Subject References E References

Alignment Data
— BLAST Score: 78
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References
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Query Details  [sG]x{4}GK[DT] View More
~ Query Coverage %
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Query @

~ Subject Coverage %

M

S,

Alignment Identity: 100%

Alignment Subject References

CAS Registry Numbers: 852985-75-2, 2244730-61-6, 851346-82-2, 312910-16-0, 850390-40-8

Length: 8 aa

0 to 100 Subject @I
. . View Less ~
~  Alignment Identity %
O Alignment Subject References

100 to 100

Alignment Data

BLAST Score: 78
E-Value: 0.0000957885

Q 1 GXXXXGKT 8

S 1 GXXXXGKT 8
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Sequence
[ 8
O 1 GXXXXGKT

References

Alignment Subject References

Tumor suppressor genes, proteins encoded thereby and use of said genes and proteins

Assignee: YEDA RESEARCH & DEVELOPMENT COMPANY, LTD.
EP0804613 A1 | Seq ID No: 8

—FIZEE—— ARNABIRIEESAAF SR RS ISR EE
Assignee: FiSEEERTTESRAE

CN1477198 A | Seq ID No: 26

Rapid detection of antibiotic resistance in mycobacterium tuberculosis

B References

Assignees: INSTITUT PASTEUR: MEDICAL RESEARCH COUNCIL: ASSISTANCE PUBLIQUE; UNIVERSITE PIERRE ET MARIE

CURIE (PARIS VI); UNIVERSITE DE BERNE
US6124098 A | Seq ID No: 29
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CDR Segments

Select a segment below to view
individual or intersecting COR
results,

CDR1 CDR2

1,160 1,933 15914

737

CDR3
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CDR Segments

Select a segment below to view
individual or intersecting COR
results.
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Bioscape Analysis

Visually explore sequence
similarity with a new tool.
Learn more about Bioscape.

Create Bioscape Analysis
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5 Alignment Identity: 100%

CDR1 OCDRZ CDR3 Reference (1)

Matches: 32 CAS Registry Number

Subject @I @ Mismatches: 0 1884717-60-5
View Less v Unspecified CAS%J?%:(*/]_K % ‘ E/\] T% /%\

Immunoglobulin G1, anti-(human tyrosine kinase receptor ErbB2 domain 1) (human-Mus musculus clone hu7C2 k-chain V-] region) (ACI)

Alignment Subject References References

Protein/Peptide Sequence
Sequence Length: 112

Alignment Data

: % Related S 2)
Eﬁa?licfg;ztsssoasasss — % %77 *E 9&% §|J

CDR1 1 RASQSVSGSR FTYMH 15 ~ Other Names and Identifiers

: e RASQIVSEER Fh 38

CDR2 1 YVASILES 7 1 Other Name for this Substance

. L, i 2: PN: WO2016040723 SEQID: 10 claimed protein =& & AN FE YRS

CDR3 1 QHSWEIPPWT 10 ~ Bioactivity Indicators

FETEEEETT
Antitumor agents (1) /:—EtF% %'VELLT%,%

5 93 QHSWEIPPWT 182
~ Target Indicators

Enzymes EE/'#_'\TE /%\

CAS Registry Numbers: 1884717-60-5, 2055950-84-8 .
Epidermal growth factor receptor HERZ (1)

Length: 112 aa \
\ Signaling proteins

Alignment Subject References References

Sequence .
d Epidermal growth factor receptor HER2 (1) e%e

1 DIVMTQSPDS LAVSLGERAT INCRASQSVS GSRFTYMHWY QQKPGQPPKL LIKYASILES GVPDRFSGSG SGTDFTLTIS ?:

A

*

81 SLOAEDVAVY YCQHSWEIPP WTFGOGTKVE IK ACS CAS
QY nternational | e T,
American Chemical Society
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& Substance Detail

Reference (1)

CAS Registry Number
2055950-84-8

Unspecified

Immunoglobulin, humanized, anti-(human tyrosine kinase receptor ErbB2) (synthetic clone hu7C2 light chain VL fragment) (ACI)

Protein/Peptide Sequence
Sequence Length: 112

% Related Sequences (2)

»~ Other Names and Identifiers

1 Other Name for this Substance

61: PN: W02016205176 SEQID: 63 claimed protein

HRF YA EHRIR

~ Sequence Details

Sequence: linear

1 DIVMTQSPDS LAVSLGERAT INCRASQSVS GSRETYMHWY QQKPGQPPKL

51 LIKYASILES GVPDRF5GS5G SGTDFTLTIS SLQAEDVAVY YCQHSWEIPP

101 WTFGQGTKVE IK - - -

© 2022 American Chemical Society. All rights reserved.
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Image Not Avallable
Unspecified

Immunoglabulin, humanized, anti-
(human tyrasine kinase receptor ErbB2)
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Protein/Peptide Sequence

Sequence Length: 112

|-
Reference

1884717-60-5 L

Image Not Avallable
Unspecified

immunoglobulin G1, anti-fhuman
tyrasine kinase receptor ErbB2 domain 1)
(human-M.

Protein/Peptide Sequence

Sequence Length: 112

-1l
Reference

Bioactivity Indicators “- 475 %

Target Indicators

TERE

Antiproliferative agents (1)
Antitumor agents (1)
Biopharmaceuticals (1)

Peptide analogs
Peptidomimetics (1)

LRIES

Enzymes
Epidermal growth factor receptor HERZ2 (1)
Metalloreductase STEAPT (1)
Glycoproteins
Cancer antigen 125 (1)
Proteinaceous antigens
B cell receptor-associated pratein CD79b (1)
Cancer antigen 125 (1)
Lymphocyte antigen Ly6E (1)
Metalloreductase STEAP1 (1)
Tumor antigens (1)

Signaling proteins
B cell receptor-associated protein CD79b (1)
Epidermal growth factor receptor HERZ2 (1)
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CDR1 CDR2 CDR3
1 15 1 7 1 10
Matches: 32

Subject @l @ Mismatches: 0
View Less ~

Alignment Subject References
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Assignee: GENENTECH, INC. lud

WO02016205176 A1 | Seq ID No: 63 Filter Exclude

| SeqID Na y © Substances ~ B Reactions = &6 Citing ~ 'i, A save

Antibodies and immunoconjugates ~ Document Type

Assignee: GENENTECH, INC. 1

US20170002086 A1 | SeqID No: 63 Patent (16)

Phosphodiesterase PDE5 compositions and methods for immunotherapy

Anti-her2 antibodies and immunoconjugates v Language By: Suri, Vipin; Delabarre, Byron; Gladstone, Michael N.; Richardson, Celeste; Dolinski, Brian; Kulkarni, Abhishek; Inniss, Mara

Assignee: GENENTECH, INC. Christine; Sun, Dexue; Li, Dan Jun; Olinger, Grace Y.; et al

WO02016040723 A1 | Seq ID No: 10 ~ Publication Year World Intellectual Property Organization, WO2018231759 A1 2018-12-20 | Language: English, Database: CAplus

o The present invention relates to compesitions and methods for the regulated and controlled expression of
o ST proteins. Methods for inducing anti-cancer immune responses in a subject are also provided.
2012 2022 :
No Min  to No Max Ty
View Larger
. PatentPak ~ Full Text = {© Substances (35) &6 Citing (5) @ Citation Map

Available at My Institution
v Author

v Organizati . G . . . . .
R Anti-HER2 antibodies and immunoconjugates and therapeutic and diagnostic uses thereof

By: Chen, Xiaocheng; Dennis, Mark; Junutula, Jagath Reddy; Phillips, Gail Lewis; Pillow, Thomas Harden; Sliwkowski, Mark X.
World Intellectual Property Organization, WO2016040723 A1 2016-03-17 | Language: English, Database: CAplus

+ Publication Name

v Concept The disclosure provides anti-HER2 antibodies and immunoconjugates and methods of using the same
for treating a HER2-pos. cancer, particularly a breast cancer or gastric cancer.

v CA Section
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Patent Number
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Publication Date
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Application Number
WO02015-U549549

Application Date
2015-09-11

Kind Code
Al

Assignee
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Source

World Intellectual Property
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Database Information
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Anti-HER2 antibodies and immunoconjugates and therapeutic and diagnostic uses thereof

By: Chen, Xiaocheng; Dennis, Mark; Junutula, Jagath Reddy: Phillips, Gail Lewis; Pil Thomas Harden; Sliwkowski, Mark .

The disclosure provides anti-HER2 antibodies and immuneconjugates and methods of using the same for treating 2 HER2-pos. cancer,
particularly a breast cancer or gastric cancer.

7c2

Domain |

Domain Il
pertuzumab
100A
Domain 111
Domain IV .
trastuzumab 4D5 3 -

T

Keywords: HERZ antibody immunoconjugate anticancer cancer diagnestic
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Patent Family

Patent
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W02016040723
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FDF | PDF+ | Viewer 2016-03-17 W02015-U545549 2015-09-11

Patent Language Kind Code PatentPak Options Publication Date Application Number Application Date
‘ WO2016040723 English Al PDF | PDF+ | Viewer 2016-03-17 W0O2015-U549549 2015-08-11
U52014-6262049554 2014-09-12
CA2857238 English Al PDF 2016-0317 CA2015-2957238 2015-09-11
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PAGE ZOOM DOWNLOAD

CAS 3_‘ PatentPak Q G 178 /204 Q Q POF | PDF+
Key S“b’VStances in ?_aFe”t 44, 'be pharmaceutical ulation of claim 40, wherein tb additional therapeutic agent is selected
PHE! +

0 from trastuzumab, trastuzumab-MCC-DM1 (T-DM1), and pertuzumab.

45. The pharmaccutical formulation of claim 40, further comprising (1) trastuzumab or T-DM1, and (2)

Analyst Markup Locations (1)
o Page 106 rtuzumab.
— 7 46. A method of treating an individual having a HER2-positive cancer, the method comprising
180288-69-1

administering to the individual an effective amount of the immunoconjugate of any one of claims 20 to 38
Immunoglobulin G1, anti-
(human p185™Y receptor)
(human-mouse monoclonal
rhuMab HER?2 y;-chain),

or the pharmaceutical formulation of any one of claims 39 to 45.

s Sralice ot diag N 47. The method of claim 46, wherein the HER2-positive cancer is breast cancer or gastric cancer.
monoclonal rhuMab HER?2 ligh 3 A A s
chain, dimer 48. The method of claim 47, wherein the HER2-positive breast cancer is carly-stage breast cancer.
Analyst Markup Locatigfis (2) 49. The method of claim 47, wherein the HER2-positive breast cancer is metastatic breast cancer.
% R0 50.  The method of any one of claims 46 to 49, further comprising administering an additional
Q@ Page 177 3 A = = N

therapeutic agent to the individual. CAS%’; T %LT YIPE T RIFIE,
CAS RN FEINR YIRS, CASEIRSHEER,
380610-27-5

BHFRSAEE. EETRBIE,

Immunoglobulin G1, anti-
(human neu (receptor))

(human-mouse monoclonal 2C4
heawvv chain) disiilfide with

176
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502 p.169 35846-53-8D Maytansine
Patent Language  Kind Code PatentPak Options
derivs., antibody conjugates
WO2018140778  English Al PDF | PDF+ | Viewer
% N \
SR BERR DT
NEEEe vl e 474
P D F+ jj CAS $4% %ﬁfj—\ % ‘ E/\j #@Eﬁ%jﬁ 503 p.169 12794-10-4D Benzodiazepine

pyrrolo derivs., antibody conjugates

504 p.169 108852-90-0D 5,12-Naphthacenedione, 7,8,9,10-
tetrahydro-6,8,11-trihydroxy-8-(2-

hy droxyacel%%1 -methoxy-10-[[2,3.6-
trideoxy-3-[( -2-methoxy—4-morphol|ny|]-
o-L-lyxo-hexopyranosylloxy]-, (85,105)-

derivs., antibody conjugates

505 p.169 1214986-71-6D 1H-Benz[e]indole, 1-(chloromethyl)-2,3- cl
dihydro-

derivs., antibody conjugates NH

SENEN NV

506 p.170 1463439-37-3D 5,12-Naphthacenedione, 8-(1-
hydrazinylidene-2-| hydroxyethyl) -7.8,9,10-
tetrahydro-6,8,11-trihy drméy -methoxy-10-
[[(15, R.4aS9S,9aR,10a -oclahydro-g-
methoxy-1-methyl-1H-
pyrano[4',3:4,5]oxazolo[2,3-¢][1,4]oxazin-3-
ylloxy]-, (8 5,105)-

antibody conjugates




NG EESERTEHS

EHEXFHIEFES
Table of Sequences
. bR ¢ 8
Humanized 10
7C232.2.LA
(“hu7C2%) light | p1vMTQSPDS LAVSLGERAT INCRASQSVS GSRFTYMHWY QQKPGQPPKL
chain variable LIKYASILES GVPDRFSGSG SGTDFTLTIS SLOAEDVAVY YCOHSWEIPP
region WTFGQGTKVE IK
Hu7C2 heavy EVQLVQSGAE VKKPGASVKV SCKASGYSFT GYWMNWVRQA PGQGLEWIGM i
chain variable IHPLDAEIRA NQKFRDRVTI TVDTSTSTAY LELSSLRSED TAVYYCARGT
region YDGGFEYWGQ GTLVTVSS
Hu7C2 HVR-L1 | RASQSVSGSRFTYMH 12
Hu7C2 HVR-L2 | YASILES 13
Hu7C2 HVR-L3 | QHSWEIPPWT 14
Hu7C2 HVR-HI | GYWMN 15
Hu7C2 HVR-H2 16
(Hu7C2.
v2.1.853L, S55A
HVR-H2) MIHPLDAEIRANQKFRD
Hu7C2 HVR-H3 | GTYDGGFEY 17
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~ Document Type
1

Journal (88)
Patent (95) Preparation of anti-human LgR5 antibodies and immunoconjugates for cancer diagnosis and
Review (31) therapy

- _' By: Hongo, Jo-Anne; Mao, Weiguang: Polakis, Paul; Polson, Andrew; Vij, Rajesh; Wu, Yan; Liang, Wei-Ching \ A |_| > A 3 Al l:
Clinical Trial (4) World Intellectual Property Organization, W0O2013149159 A1 2013-10-03 | Language: English, Database: CAplus D )LJ ; :F

Commentary (1)

The invention provides anti-protein LgR5 (leucine-rich repeat-containing G protein-coupled receptor 5) antibodies and — \

Letter (1) immunoconjugates and methods of using the same. Positron emitter-labeled and cytotoxic agent-conjugated anti-LgR5S antibodies a’ﬁ Hy *E aé |% 5 |J
are used for cancer diagnosis and therapy.

~ Language

English (171) PatentPak ~ Full Text = { Substances (95) 66 Citing (4) @ Citation Map

|apanese (6)

Chinese (4) 2

French (2)

Anti-Ly-6E antibodies and immunoconjugates for diagnosis and therapy
By: Chang, Peter; Sakanaka, Chie
~ Publication Year World Intellectual Property Organization, WO2013177055 A2 2013-11-28 | Language: English, Database: CAplus .

1983 2016

\J
\J

The authors disclose the preparation and characterization of humanized antibodies that bind to ?:
lymphocyte antigen 6E (Ly-6E). In one example, auristatin E conjugated to an anti-Ly-6E antibody is ACS ( A S ’.‘

shown to inhibit tumor growth in xenograft models. _
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Alignment Subject
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Length: 112 aa

Ssguence

1 DIVLTQSPAS LVVSLGQRAT ISCRASQSVS GSRFTYMHWY QQKPGQPPKL LIKYASILES GVPARFSGGE SGTDFTLNIH
81 PVEEDDTATY YCQHSWEIPP WTFGGGTKLE IK
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Compositions and methods for treating autoimmune diseases and cancers by targeting IGSF38
By: Xiao, Tengfei; Hu, Xihao; Liu, Xiacle
World Intellectual Property Organization, WO2022033419 A2 2022-02-17 | Language: English, Database: CAplus

The present invention provides methods and compaositions for treating a cancer, and/or an autoimmune disease, by modulating the
expression andfor activity of IGSFS and its binding ligands. The pharmaceutical compositions may include, but are not limited to,
antibodies that specifically bind human IGSF8, and have an activity of inhibiting IG5F8-mediated immunosuppression in a subjectin
need thereof.

Full Text -
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Dendritic cell activating therapy as an adjunct to radiation therapy
By: Guha, Chandan; Pandey, Sanjay
World Intellectual Property Organization, WO2022032043 A1 2022-02-10 | Language: English, Database: CAplus

Provided herein are methods relating to administering a dendritic cell activating therapy as an adjunct to radiation therapy or an
energy-based therapy for treating a tumer or cancer in an individual.
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Preparation of 6a,7,8,9,10,12-hexahydro-12-oxobenzo[e]pyrido[1,2-a][1,4]diazepine and related
compounds as sequence-selective DNA mono-alkylating cytotoxic agents and their antibody
conjugates containing peptidyl linkers

By: Andricllo, Paolo; Jackson, Paul: Thurston, David

World Intellectual Property Organization, W02022023735 A1 2022-02-03 | Language: English, Database: CAplus

The invention is related to 63,7,8,9,10,12-hexahydro-12-oxcbenzo[e]pyride[1.2-a][1.4]diazepine derivatives, analogs and their linker
conjugates containing a sigma hole group, e.g. | Iland 11 [X = 5, Se, Te, P, As, Sh, Bi, 5, Ge, 5n or Pl ¥ = N, C-NHg, C-OH; Z =0, N-
Me], their pharmaceutically acceptable salts, tautomers, sterecisomers or their mixtures as DMA-binding compounds, especially
DMA-alkylating agents that are useful as medicaments, such as anti-proliferative agents. The pyridincbenzodiazepines derivatives
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PatentPak ~ Full Text = & Substances (92) B Reactions (61) (@ Citation Map

Preparation of 6a,7,8,9,10,12-hexahydro-12-oxobenzo[e]pyrido[1,2-a][1,4]diazepine and related
compounds as sequence-selective DNA mono-alkylating cytotoxic agents and their antibody

conjugates containing peptidyl linkers
By: Andricllo, Paolo; Jackson, Paul Joseph; Thurston, David Edwin
United Kingdom, GB2597532 A 2022-02-02 | Language: English, Database: CAplus

The invention is related to compounds (T B'%3Ax2Lx"-1 [A, B! = independently

P 1 ) ! .
R -,'/ b :u.‘,l;,-’ o :\J ' ;‘Ii {un)substituted Ph, Cs ¢ heteroaryl, 3 sigma hole group: T=Cqzalkyl, 4, B Z=(Z7) X'
-~ - e L independently =0, 5, CO, etc.; p = 0-1; R', R® are selected so that R' and R? form a double
bond, R' = H, OH, OC4 g alkyl and R® = H, N-protecting group, K'R* or R = 50zH, :0 and R® =
-2 - —_ - -4 - -1 - —_—E .- 0. - _ —_——— D - P B S | - —_— . .0 T - .
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Image Not Available

Unspecified
Trastuzumab
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Protein/Peptide Sequence
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© Substance Detail (10r4)

B References (875) B Reactions (120) ® Suppliers (40)

CAS Registry Number

616204-22-9
Absolute stereochemistry shown

C34He0N140125
L-Argininamide, N-acetyl-L-a-glutamyl-L-a-glutamyl-L-methionyl-L-glutaminyl-L-arginyl- (9CI, ACI)

Key Physical Properties Value

Molecular Weight 888.99

Density (Predicted) 1.54+0.1 gfcm3

pKa (Predicted) 4.43+0.10

Protein/Peptide Sequence
Sequence Length: 6
modified

% Related Sequences (88)

Condition

Temp: 20 °C; Press: 760 Torr

Most Acidic Temp: 25 °C

~ Sequence Details

Sequence: linear
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~ Other Names and Identifiers

=Tl

Sequence Modifications $§|J1|§}E|tﬁ 1% =]

10N

Type Location Description
terminal mod. glutamic acid-1 N-acetyl
terminal mod. arginine-6 C-terminal amide
v Predicted Properties
v Predicted Spectra
~ Target Indicators
v Regulatory Information
82 83 84
1435520-99-2 R 1435520-98-1 1336986-67-4 K
N Y
L Y B
T S T
N E N L1 1o 1 e~ AL
[P
™ o oL
Absolute stereochemistry shown Absolute sterecchemistry shc‘\;;"q.. Absolute st;reoc'em's:'y shown
CsgHogN 140205 C36HeaN 140125 CagH7oN150165
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Sequence Length: 6
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Escherichia coli (555K)

Humans (115K)

Animals (111K)
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~ CA Section

~ CAS Solutions
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Pathogenic Escherichia coli
By: Kaper, James; Nataro, James P.; Mobley, Harry L. T.
Nature Reviews Microbiology (2004), 2(2), 123-140 | Language: English, Database: CAplus and MEDLINE

Few Microorganisms are as versatile as Escherichia coli. An impaortant member of the normal intestinal microflora of humans and
other mammals, E. coli has also been widely exploited as a cloning host in recombinant DNA technol. But E. coli is more than just a
laboratory workhorse or harmless intestinal inhabitant; it can also be a highly versatile, and frequently deadly. pathogen. Several
different E. cali strains cause diverse intestinal and extraintestinal diseases by means of virulence factors that affect a wide range of
cellular procasses.

Full Text « &6 Citing (2.570) (@ Citation Map
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Diarrheagenic Escherichia coli
By: Nataro, James P.; Kaper, James B.
Clinical Microbiology Reviews (1998), 11(1), 142-201 | Language: English, Database: CAplus and MEDLINE

A review with 719 references
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v~ Stereochemistry Y| N N
~ Number of Components Image Mot Available Image Mot Available Image Mot Available

Unspecified Unspecified Unspecified
~ Substance Class Galactosidase, B- (Escherichia coli DNA (Escherichia coli gene lacZ) Protein (Escherichia coli gene tolQ)

Manual Registration (1.4M) reduced) Nucleic Acid Sequence Protein/Peptide Sequence
Protein/Peptide Sequence Sequence Length: 3078 Sequence Length: 231

Nucleic Acid Sequence (854K)
Sequence Length: 1023
Protein/Peptide Sequence

7T
(727K)

&3 = 8 49 )
Organic/Inorganic Small References Reference References Suppliers
Molecule (411K)
Salt and Compound With (41K) ) ~ -
Fil 2
View All
111694-26-9 R 127736-36-1 R 115537-70-7 S
N N N
~ Isotopes
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~ Molecular Weight Toxin 5LT-ll (bacteriophage 933W B- Protein CS 7.4 (Escherichia coli clone pJ) Protein (Escherichia coli clone pRJ741
subunit precursor reduced) G01 precursor) gene fis)
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. Sequence Length: 89 Sequence Length: 70 Sequence Length: 98 /’:
v~ Experimental Spectrum ACS L4

American Chemical Society

© 2022 American Chemical Society. All rights reserved.



LLKW$ﬁ$3kHX KRS

SR E BUIQER— SRENCCEREE SR SR, il

& Substance Detail (101

Reference (1)

CAS Registry Number

140104-20-7

Image Mot Available

Unspecified
DNA (Escherichia coli clone AFP1 321-amino acid protein gene plus flanks) (3CI)
Nucleic Acid Sequence

Sequence Length: 1402
372 4a,326¢ 354, 350t

v Other Names and Identifiers

~ Sequence Details

Sequence: DNA; linear

1 aagcttatgc cgatagcttc gcactggacc cggtcgtgga aaaagaagag

51 tggtgccgta ttaccggtcg taagaaatta accttcgecat cgccgtaget

© 2022 American Chemical Society. All rights reserved.
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~ GenBank Definitions & Feature Table

Definition
E.coli orf1 (cotranscribed with fis promoter).
Organism

Escherichia coli

=|

= /080N

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterales; Enterobacteriaceae; Escherichia

Accession Number
X62399

Version Number
X62399.1

Feature Key

source

regulatory
gene

prim_transcript

CcDs

Location

1..1402

364..370

375.>1374

375.>1374

409..1374
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Jorganism="Escherichia cali
/mol_type="genomic DNA"
fstrain="CSH50"
/db_xref="taxon:562"

/regulatory_class="minus_10_signal”
/gene="0ORF1"

/gene="ORF1"
lexperiment="experimental evidence,
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As Drawn (10) & Substances - B Reactions ~ €6 Citing ~ A save And Alerts

Substructure (10) 1 Edit Drawing Remove H:N
Filter Behavior Integrin-Targeting Knottin Peptide-Drug Conjugates Are Potent Inhibitors of Tumor Cell
Proliferation
Filter by Exclude By: Cox, Nick; Kintzing, James R.; Smith, Mark; Grant. Gerald A.; Cochran, Jennifer R.
Angewandte Chemie, International Edition (2016), 55(34), 9894-9897 | Language: English, Database: CAplus and MEDLINE
~ Document Type Antibody-drug conjugates (ADCs) offer increased efficacy and reduced toxicity compared to systemic chemotherapy. Less attention
= has been paid to peptide-drug delivery, which has the potential for increased tumor penetration and facile synthesis. The authors
Journal (8) report a knottin peptide-drug conjugate (KDC) and demonstrate that it can selectively deliver gemcitabine to malignant cells
Patent (2) expressing tumor- assouated |ntegr|ns This KDC binds to tumor cells with Iow na nomolar affinity, is internalized by an integrin-
el a e e Al = R [P N I —— T T N A e a3 Rigkhs mebamE inli i
Review (3)
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~ Publication Year 2
Peptide conjugates with small molecules designed to enhance efficacy and safety
By: He, Rongjun; Finan, Brian; Mayer, John P.; DiMarchi, Richard D.
. . .l . Molecules (2019), 24(10), 1855 | Language: English, Database: CAplus and MEDLINE .""
2012 2022 A review. Peptides constitute mol. diversity with unique mol. mechanisms of action that are proven indispensahble in the ACS //‘:
NoMin  to No Max management of many human diseases, but of only a mere fraction relative to more traditional small mol.-based medicines. The
integration of these two therapeutic modalities o ers the potential to enhance and broaden pharmacol. while minimizing dose- W International A division of the
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Image Not Available
C131H201N4304556

Glycinamide, glycyl-L-cysteinyl-L-prolyl-L-
arginyl-L-prolyl-L-arginylglycyl-L-a-...

Protein/Peptide Sequence
Sequence Length: 33

- P

References Reactions
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1956294-72-6 <

Image Mot Available

C147H219F 2N 4504054
Protein/Peptide Sequence
Sequence Length: 33
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Image Not Available
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Protein/Peptide Sequence
Sequence Length: 33
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Image Not Available
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Visually explore sequence
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Compositions and methods for treating autocimmune diseases and cancers by targeting |IGSF8

By: Xiao, Tengfei; Hu, Xihao; Liu, Xiaole

World Intellectual Property Organization, WO2022033419 AZ 2022-02-17 | Language: English, Database: CAplus

The present invention provides methods and compositions for treating a cancer, andfor an autoimmune disease, by modulating the
expression and/or activity of IGSF2 and its binding ligands. The pharmaceutical compeositions may include, but are not limited to,

antibodies that specifically bind human IG5F8, and have an activity of inhibiting IGSF8-mediated immunosuppression in a subject in
need thersof,

PatentPak - Full Text - © Substances (1,060)
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Dendritic cell activating therapy as an adjunct to radiation therapy

By: Guha, Chandan; Pandey, Sanjay

Waorld Intellectual Property Organization, W02022032043 A1 2022-02-10 | Language: English, Database: CAplus

Provided herein are methods relating to administering a dendritic cell activating therapy as an adjunct to radiation therapy or an

energy-based therapy for treating a tumor or cancer in an individual.
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World Intellectual Property Organization, W0O2021092672 A1 2021-05-20 | Language: English, Database: CAplus

The present invention provides a covalent conjugate. The conjugate includes an antibody or antibody derivative, at least two LL37-
derived polypeptides, and a payload. The antibody or antibody derivative targets a cell that has phosphatidylserine in its outer
leaflet. The payload includes: a small mol. cytotoxic drug of less than 3 kDa, or a plurality thereof; or a peptide or protein of less than
100 kDa. Uses and methods of using these covalent conjugates are also provided, related to enhancing delivery of the
antibody/derivative or the payload, e.g. to enhance therapeutic or diagnostic effectiveness.
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Double bond geometry shown
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Role: Therapeutic Use, Biological Study, Uses

Notes: conjugates with antibody and LL37-
derived peptides
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Anthracyclines
Modifier: conjugates
Role: Therapeutic Use

CD80 antigens
Role: Biological Study, Unclassified
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CD150 antigens
Raole: Biological Study, Unclassified
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Histone deacetylase inhibitors

Histone H1
Role: Biological Study, Unclassified

Pyrrolobenzodiazepines
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Modifier: conjugates

Role: Therapeutic Use
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